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Course Qutline and Structure

Style: Workshop/dialog oriented
Detailed and example driven
Reinforcement of content for each session

Day 1: Step 1 LC-MS/MS: the experiment and terminology
Step 2 Interfaces, Infusion, mobile phases and LC
Step 3 Extraction and Selectivity
Step 4 Gotcha’s and Throughput
Step 5 Q&A - Your problems discussed

Day 2.  Step 1 Validation guidance and pre-val stress testing
Step 2 Selectivity and Interferences
Step 3 Accuracy, Precision and Linearity
Step 4 Ruggedness, Stability, Transfer and Launch
Step 5 Q&A - Your problems discussed



Real-World Examples and Trouble Shooting
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Accuracy — Comparison to Gold Standard Method

FDA approved method: IEX SPE, Ion
Pairing LC-ECD, 20 min inj/inj
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Clinical Utility

Endocrinology
Cancer Biomarkers
Inborn Errors of Metabolism
Health and Wellness
Pain Management
Toxicology
Therapeutic Drug Monitoring



Learn all about the “how’s, the why’s, the when’s
and the what for’s” of mass spectrometric
applications to medicine.

Keep up to date with the changing compliance and
guality landscape of clinical diagnostics.

“This course should be on your bucket
list!”
- David Herold, MD, PhD
UCSD/VA Medical Center, San Diego



	Slide Number 1
	Slide Number 2
	Slide Number 3
	Slide Number 4
	Slide Number 5

